To generate the recombinant construct (L1/E6/E7) encoding CTL-epitopes restricted by both human and mouse, the cellular antigenic regions of the human papillomavirus type 16 genes, containing L1, E6 and E7 selected and linked by a spacer of glutamic acid, alanine, alanine, alanine, lysine.
To confirmation that the CTL epitopes are restricted to both human and mouse, the CTL epitopes were screened using IEDB and VaxiJen servers for predicting MHC Class-I and II alleles. IEDB was first used to predict the highest scoring epitopes of chimer which binds with maximum number of MHC Class-I alleles. The antigenic score of each epitope was evaluated using VaxiJen 2 server. The antigenicity score for total epitopes with percentile rank below 1 was analyzed using VaxiJen Server. 
